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Background

» The host genetic profile and polymorphism has
many effects on cytokine function and production.

» Interferron gamma (IFN-y) is a crucial cytokine in
host immune response and defense against
hepatitis B virus (HBV) infection.

» The aim of this study was determined Interferon-
v+874 T/A Polymorphism and risk of chronic
hepatitis B (CHB) infection with liver cirrhosis (LC).

Methods

Search strategi and study selection:

" Databese: PubMed and proquest

" Data search: August 2021

" Following Keyword: (“Hepatitis B” OR “chronic hepatitis B” OR
“hepatitis B virus” OR “HBV”) AND(“Cirrhosis”) AND (“Interferon-
v’ OR “Interferon-gamma”) AND (“polymorphism” OR “single
nucleotide polymorphism” OR “SNP”)

Inclusion study:

1.case control studies

2. studies evaluating Interferon-gamma +874 T/A Polymorphism in
Chronic Hepatitis B with Liver Cirrhosis and control group

Outcome:

Odds Ratio (OR) and 95%CI of CHB with LC Susceptibility in
dominant model (TT+TA vs AA), recessive model (TT vs TA+AA),
allelic model (T vs A), Homozygous Model ( TT vs AA), and
Heterozygous Model (TA vs AA)

Data Analysis:
* Revman 5.3.

Studies identified through PUBMED and
Proquest (n=269)

Exclude Duplicate:
(22)

Tittle and abstract review (n=247) Record exclude:

Review (n=54)
Proceeding (n=9)
Clinical Trial (n=3)
Not Related (n=115)
Pre Clinical (n=5)

Exclude:

Full Paper not available (n=1)
Different outcome (n=48)
Hepatitis B only (n=9)

Full review (n=66)

Studies included 1n the
analysis with RevMan 5.3 (n=3)

Figure 1. Prisma flowchart of the study

Conclusion

Results

A total of 3 studies involved 209 chronic hepatitis B with
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Liver Cirrhosis and 319 control participants were

included in this meta-analysis.

Result showed that Allelic Model T vs A (OR 0.72,
95%Cl: 0.55 - 0.95; P=0.02), Dominant Model TT+TA vs
AA (OR 0.66, 95%CI: 0.44 - 0.99; P=0.04) and
Heterozygote model TA vs AA (OR 0.52, 95%Cl: 0.34 -
0.80; P=0.003) decreased risk of CHB with LC

significantly.

Recessive model TT vs TA+AA increased risk of CHB
with LC significantly (OR 2.13, 95%Cl: 1.24 — 3.67;

P=0.006).

There is no significant different in homozygous model
TT vs AA (P=0.28) in risk of CHB with LC.

Hepatitis B and Cirrhosis Control Odds Ratio Odds Ratio
Study or Subgroup Events Total Events Total Weight M-H, Fixed, 95% Cl Year M-H, Fixed, 95% CI
Conde 2013 11 46 20 194 133%  0.79]0.38,1.67] 2013
Saxena 2014 49 120 118 292 336% 1.02[066,1.57] 2014 ——
Srivastata 2014 103 252 o/ 152 631% 052([0.34,0.78] 2014 ——
Total (95% ClI) 418 638 100.0% 0.72[0.55,0.95] L 3
Total events 163 260
Heterogeneity: Chi*=5.07 df=2(P=0.08) F=61% Eir.Dﬁ sz 1 é zTﬂ

Testfor overall effect £Z=2.32 (P =0.02)

Figure 2. Forrest Plot of Gene Model T vs A (Allelic model)

Control Hepatitis B and Cirrhosis

Hepatitis B and Cirrhosis Control Odds Ratio Odds Ratio
Study or Subgroup Events Total Events Total Weight M-H, Fixed, 95% Cl Year M-H, Fixed, 95% CI
Conde 2013 B 23 46 97 19.9% 0.59[0.23,1.52] 2013 -
Saxena 2014 39 B0 94 146 33.2% 1.03[0.55,1.93] 2014 &
Srivastata 2014 82 126 62 76 46.8% 0D.42[0.21,0.84] 2014 5
Total (95% Cl) 209 319 100.0%  0.66 [0.44, 0.99] B
Total events 129 202
Heterogeneity: Chi*=3.61, df=2(P=0.16) F= 45% sz Df":n" 1 i i'"'r

Testfor overall effect Z=2.03 (P =0.04)

Figure 3. Gene Model TT+TA vs AA (dominant Model)
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Hepatitis B and Cirrhosis Control Odds Ratio Odds Ratio
Study or Subgroup Events Total Events Total Weight M-H, Fixed, 95% Cl Year M-H, Fixed, 95% CI
Conde 2013 3 23 49 87 16.8% 1.47 [0.36, 5.91] 2013 -
Saxena 2014 11 60 17 146 454%  1.70[0.75,3.89] 2014 =
Srivastata 2014 29 126 7 6 37.7% 2951.22, 7.11] 2014 &
Total (95% Cl) 209 319 100.0%  2.13[1.24, 3.67] i~
Total events 43 33
Heterogeneity: Chi*=1.08,df=2 (P=0.58) F=0% EI-I':IE sz 1 -5 2'13

Test for overall effect. Z= 2.74 (P = 0.006)

Figure 4. Gene Model TT vs TA+AA (Recessive Model)
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Hepatitis B and Cirrhosis Control Odds Ratio Odds Ratio
Study or Subgroup Events Total Events Total Weight M-H, Fixed, 95% Cl Year M-H, Fixed, 95% CI
Conde 2013 3 18 9 B0 203% 1.13[0.27,4.73 2013 -
Saxena 2014 11 32 17 69 414% 160([0.64 399 2014 B
Srivastata 2014 29 73 7 21 384% 1.32(0.47 3.66] 2014 &
Total (95% C) 123 150 100.0%  1.40[0.76, 2.58] -
Total events 43 33
Heterogeneity: Chi*=018,df=2(P=091) F=0% E;.Elﬁ III.TE 1 % Zh

Test for overall effect Z=1.07 (F=0.28)

Figure 5. Gene Model TT vs AA (Homozygous Model)

Control Hepatitis B and Cirrhosis

Hepatitis B and Cirrhosis Control Odds Ratio Odds Ratio

Study or Subgroup Events Total Events Total Weight M-H,Fixed, 95%Cl Year M-H, Fixed, 95% CI
Conde 2013 i 20 37 88 178% 0461[0.15,1.38] 2013 ’
Saxena 2014 28 49 7 129 315% 090([0.46,1.75 2014 e
Srivastata 2014 53 97 55 69 5H06%  0.31[0.15 062 2014 &
Total (95% Cl) 166 286 100.0% 0.52[0.34, 0.80] il
Total events 86 169

ity Chi®= =2(P= ‘2= ! 1 I I i 1
Heterogeneity: Chi*= 4.78, df= 2 (P=0.09), F= 58% 1 02 05 1 3 E 10

Testfor overall effect £=2.95 (P = 0.003)

Figure 6. Gene Model TA vs AA (Heterozygote Model)

Control Hepatitis B and Cirrhosis

Interferon-gamma+874 T/A Polymorphism was associated with risk of HBV infection. Individual with T allele, TT

and TA genotype have a reduced risk of CHB with LC
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